Quality Score
•Given a character $q, the corresponding Phred quality can be calculated with: $Q = ord($q) -33; where ord() gives the ASCII code of a character.
Solexa/Illumina Read Format
The syntax of Solexa/Illumina read format is almost identical to the FASTQ format, but the qualities are scaled differently. Given a character $sq, the following Perl code gives the Phred quality $Q: $Q = 10 * log(1 + 10 ** (ord($sq) -64) / 10.0) / log(10);
• Rapid mapping of these short sequence reads to the reference genome
• Visualize mapping results 
